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NGHIEN CUU PAC PIEM PHAN TU CUA TIEU PON VI P33 - GENE VACA
CUA VI KHUAN HELICOBACTER PYLORI TREN BENH NHAN MAC
BENH DA DAY TAI BENH VIEN 19-8, BO CONG AN
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TOM TAT

Muc tiéu: Panh giad sy c6 mit cia gene CagA va VacA cua 60 mau bénh
pham chira vi khuan Helicobacter pylori (H. pylori) 1a manh sinh thiét da day cua
cac bénh nhan duoc chan doén viém loét da day, loan san té bao va ung thu da
day tai Bénh vién 19-8, Bo Cong an bang k¥ thuat multiplex-PCR. Dong thoi giai
trinh tu gene va phdn tich dic diém phdn tr ving p33 cia gene VacA cua 8
chung H. pylori thu nhan. Péi twong va phwong phdp: Mau nghién ciru 1a cic
manh sinh thiét da day c6 két qua duong tinh véi kit Urease. DNA tong s6 duoc
tach chiét tir bang bo kit DNeasy Blood and Tissue Kits va dugc st dung lam
khuon cho phan mg PCR dé thu nhan viing gene VacA chua tiéu don vi p33.
Phén tich pha hé ngudn gbc duoc thuc hién bing chuong trinh MEGA10 véi hé
sO tin cdy 1000 bootstrap. Két qua: Ty 1& cic mau H. pylori c6 gene CagA
duong tinh 12 81,6% (49/60 mau) va ty 1& cic mau H. pylori c6 gene VacA duong
tinh 12 100% (60/60 mau). Viing gene VacA cua 8 chung H. pylori nghién ctru ¢6
ty 16 dong nhét tir 89,8 - 97,0% vé nucleotide va 87,0 - 98,6% vé amino acid. So
sanh véi cdc ching cua thé gidi, cac ching H. pylori cia Viét Nam c6 ty 1& dong
nhat vé nucleotide va amino acid 1an luot tir 89,7 - 96,8% va 89,0 - 96,2%. Phan
tich pha hé ngudn gdc dua trén trinh ty nucleotide gene VacA cho thay cic ching
H. pylori ciia Viét Nam rat da dang vé di truyén va thudc cdc nhém khac nhau
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trén cdy pha hé. Két ludn: Céc ching vi khuan H. pylori ciia Viét Nam goém
nhiéu loai khdc nhau va c6 nhiéu bién d6i vé trinh ty gene so véi cic ching phén
lap trudc ddy. Vi vdy, viéc bo sung cic dit liéu sinh hoc phan tir ctia vi khuan H.
pylori tai Viét Nam 12 rt can thiét, nham gép phan 1am sang to thém vé dic diém
phén tir ctia cdc chung vi khuan gdy bénh tai Viét Nam.

*Tw khoa: Gene CagA; Gene VacA; Helicobacter pylori; PCR; Phdt sinh loai.

MOLECULAR CHARACTERISTIC ANALYSIS THE P33 DOMAIN OF
THE VACA GENE OF HELICOBACTER PYLORI ISOLATED FROM
PATIENTS IN 19-8 HOSPITAL, MINISTRY OF PUBLIC SECURITY

Summary

Objectives: Sixty gastric biopsies isolated from patients diagnosed with peptic
ulcer disease, gastric dysplasia, and cancer at 19-8 Hospital, Ministry of Public
Security were collected and identified for the presence of the VacA and CagA
gene of H.pylori by multiplex-PCR. Next, the p33 region in VacA gene of eight
H.pylori strains from 3 disease groups was sequenced and analysed for molecular
characterization. Subjects and methods: The study samples were gastric biopsies
which were positive with the Urease kit. Total DNA was extracted by DNeasy
Blood and Tissue Kits. This DNA was used to PCR with specific primers to
obtain VacA region which includes p33. Sequences of the VacA genes were
analyzed phylogeny by MEGA X with bootstrap 1000. Results: All of 60 of
samples had VacA gene (100%), and 49 of 60 samples had CagA gene (81,6%).
The eight H.pylori strains in this study had a similarity rate from 89.8 - 97.0% of
nucleotide and 87.0 - 98.6% of amino acid sequences; and from 89.7 - 96.8.0%
of nucleotide and 89.0 - 96.2% amino acid with the H. pylori strains of Asian
countries registered on the GeneBank. Phylogenetic analysis showed that eight
H.pylori strains in this study have many variations in the VacA gene and belong
to different groups on the phylogenetic tree. Conclusion: The H. pylori strains
from Vietnam include many different types and have changes in gene sequences
compared to previous isolates. The addition of molecular biological data of H.
pylori bacteria in Vietnam is necessary.

* Keywords: Gene CagA; Gene VacA; Helicobacter pylori; PCR; Phylogeny.
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PAT VAN PE

Vi khuan Helicobacter pylori thudc
Nganh: Proteobacteria; Lop: Epbilon
Proteobacteria; Ho: Helicobacteraceae;
BO: Campylobacterales; Chi: Helicobacterr,
Loai: H. pylori. Theo céc s6 liéu théng
ké, khoang % dan sd thé giéi bi nhiém
H. pylori [2], trong d6 Viét Nam dliing
dau cic nudc Dong Nam A vé ty 16 tir
vong do ung thu da day [1].

H. pylori gdbm nhiéu chung/geneotype
khac nhau. Trong d6, cidc chung vi
khuan c6 chira cdc gene CagA
(cytotoxin-associated gene) va VacA
(vacuolating toxin gene) dugc dac biét
quan tam, vi cdc gene nay dugc coi la
yéu t6 doc luc chu yéu va kha ning
gdy bénh dic trung cua vi khuan H.
pylori. Su két hop giita cdc gene CagA
va gene VacA c6 thé lién quan dén
nguy co va cdc mirc do biéu hién 1am
sang khac nhau cua bénh [3]. Cho dén
nay, céc nghién ctru vé gene CagA di
dugc thuc hién va cong bd trén thé
gidi. Céc nghién ctru da thdng nhat chi
ra gene CagA anh hudng dén cdc tin
hi¢u noi bao theo hudng gay ra ung thu
da day & céc té bao biéu md va nguoi
nhiém H. pylori duong tinh véi gene
CagA c6 kha nang phat trién thanh ung
thu cao hon nhiéu lan so véi nhiing
nguodi nhiém H. pylori khong mang
gene nay [4; 5].

Bén canh gene CagA, gene VacA
ma héa protein VacA can thiét cho su
xa4m nhiém ban dau va qud trinh ton tai

cia H. pylori trong té bao chu [6].
Gene VacA dugc chia lam ba kiéu
gene chinh 1a s1/ml, s1/m2 va s2/m2.
Cic kiéu gene vacA dic trung c6 lién
quan dén hoat tinh giy doc té bao va
viem, loét duong ti€u hoda, trong doé
kiéu gene s2/m2 khong cé kha ning
tao doc td va kiéu gene sl/ml c6 kha
nang tao doc td 16n nhat trong ba kiéu
gene cua VacA [7]. Bén canh cic kiéu
gene trén, protein p33 dugc chiing
minh ¢6 anh hudng truc tiép dén chirc
ning cua ty thé, 1am suy giam hé mién
dich cta co thé va 1a nhin t6 quan
trong gidp vi khuan xam nhap vao té
bao chu mdt cdch nhanh chéng [9; 12].
Cho dén nay, cdc nghién ciu vé dic
diém va vai trd gdy bénh cua H. pylori
& BN Viét Nam twong d6i phong phu.
Tuy nhién, phan 1én cdc nghién ctu
méi dé cap dén khia canh dich t&
hoc, 1am sang va chan dodn, chua cé
nhiéu nghién ciru vé gidi ma va phan
tich dic diém hé gene, ddc biét 1a doi
voi gene VacA.

Trong bai bdo nay chiing té1 gidi
thiu nghién ctru vé giai trinh ty va
nghién ctru dic diém phén tir cia tiéu
don vi p33 thudc gene VacA cua cac
chung H. pylori thu nhan tur cdc bénh
nhin viém da day, loan san va ung thu
da day nhim: Gdp phan b6 sung cdc
dir liéu gene VacA ciia Viét Nam, dong
thoi gitip ¢6 thém nhiing hiéu biét vé
ddc diém phan tr cua cdc ching
H. pylori dang gay bénh ¢ Viét Nam.
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POI TUQONG VA PHUONG PHAP
NGHIEN CUU

1. Pdi twong nghién ciru

Mau bénh phdm 13 manh sinh thiét
da day duoc 1ay tir BN noi soi da day
tai Bénh vién 19-8, Bo Cong an.

Bénh nhan duogc chi dinh ndi soi,
lay mot manh sinh thiét da day sau d6
chia 1am hai phan: Mot phan duoc sir
dung dé xdc dinh sy c6 mat cua H.
pylori bang xét nghiém urea (Rapid
Urea Test - RUT), phﬁn con lai duoc
cho vao éng eppendoff 1,5 mL, bao
quan ¢ nhiét do lanh va van chuyén dén
phong thi nghiém sinh hoc phéan tu.
Mau bénh pham s& dugc bao quan tiép
O nhiét do -80°C cho dén khi st dung.

Mau bénh phdm duong tinh véi H.
pylori (béng xét nghiém Urease) duoc
sit dung dé tich chiét DNA tong sb,
sau d6 bdo quan ¢ nhi¢t d -20°C dé s
dung cho ciac phan tich PCR va giai
trinh ty gene.

Qud trinh tich chiét DNA tong sd,
thue hién PCR khuéch dai gene dich va
tinh sach san pham PCR duoc st dung
cdc bd sinh phdm: DNeasy Blood and
Tissue Kits - (Qiagene), kit DreamTaq
PCR Master Mix (Thermo), kit tinh
sach san pham PCR: GeneJET PCR
Purification Kit va GeneJETGel PCR
Purification Kit (Thermo) theo ding
huéng din cua nha san xuit. Cdc héa
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chét di keém gdm: Con tuyét dbi (96%)
(Meck), agarose tinh khiét (Sigma-
Aldrich), céc dung dich dung dé dién
di trén thach agarose, bo mdi cho phan
ung PCR (IDT).

DNA chimg duong dugc cung cap
bo1 Phong Mién dich hoc - Vién Cong
ngh¢ sinh hoc.

2. Phwong phap nghién ciru

* Ky thudt PCR:

Cap moi xdc dinh sy c6 mat cia
gene CagA & cdc mau duong tinh véi
H. pylori dugc tham khao nghién ctru
ciia Nguyén Thi Ut va CS (2015), cip
mdi thu nhan ving gene VacA chira
tiéu don vi p33 duoc thiét ké dua trén
so sanh trinh ty twong dong chudi
nucleotide cua cac chung H. pylori
hién c6 trén Ngan hang gene (Bang 2).

Phan tng PCR dugc thuc hién voi
dung tich la 50 pL, st dung kit
DreamTaq PCR Master Mix (Thermo)
v6i thanh phan nhu sau: 25 pL dung
dich 2X Dream Taq PCR Master Mix,
2 uL (10 pmol/uL) mdi loai mdi, 2 L
khudén DNA (50 ng/uL), 2 uL. DMSO
(dimethyl sulfoxide), théem 17 pL nudc
khtr ion DEPC dé dat dung tich 50 uL.

Phan tng PCR duoc thuc hién trén
may MJ PTC-100 (USA): 1 chu ky ¢
94°C/5 phit, 35 chu ky [94°C/1 phut,
42°C/30 gidy; 72°C/2 phit], chu ky
cubi ¢ 72°C/10 phit. San pham PCR
dugc dién di kiém tra trén gel agarose
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1%, nhuom Ethidium Bromide va quan
sat, chup anh trén may soi gel du6i anh
sang tia cuc tim (hang Wealtech, My).

* Phan tich xir 1y s6 lidu:

San pham PCR dugc tinh sach bang
bd Thermo Scientific GeneJET PCR
Purification Kit va guri di gidi trinh tu
tryc tiép bang phuong phdp Sanger
(the First Base, Singapore). Chudi
nucleotitide duoc xt 1y bang chuwong
trinh Seqedl.3, so sdnh bing chwong

trinh AssemblyL.IGN1.9 va MacVecter8.2
(Accelrys Inc.) trén mdy tinh Mactintosh.
Céc trinh tu twong trng voi vung gene
VacA dang ky tai Ngan hang gene
(Bang 1) duoc st dung dé so sanh ddi
chiéu véi chudi gene nghién ciu, st
trinh  GENEDOC?2.7
(http://www.nrbsc.org/gtx/genedoc/).

dung chuong

Phén tich twong dong di truyén bang
chuong trinh MEGA10 véi hé sb tin
cay 1000 bootstrap [8].

Bang 1: Danh sach cac chung H. pylori st dung trong nghién ctru.

STT| Tén ching Nu’éi; I[))hﬁn T)llll?nglf;l S6 Ngi\:ehéng
1 Hp23 Viét Nam 2020 Nghién ctru nay
2 Hp24 Viét Nam 2020 Nghién ctru nay
3 Hp192 Viét Nam 2020 Nghién ctru nay
4 Hp299 Viét Nam 2020 Nghién ctru nay
5 Hp292 Viét Nam 2020 Nghién ctru nay
6 Padang4?2 Indonesia 2016 LC420364
7 Nias9 Indonesia 2016 LC420353
8 Medan37 Indonesia 2016 L.C420356
9 F68 Nhat Ban 1998 AF049648
10 F16 Nhat Ban 2004 AB190960
11 OK129 Nhat Ban 2004 AB190972
12 CHN5147¢c Italia 1998 AF050320
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STT | Tén ching pg:j’l‘;p rf)lli(:l,lngll::)l 50 Ngi'::ehﬁ“g
13 10-252 Nhat Ban 2016 LC185415
14 11-9 Nhat Ban 2016 LC185423
15 F17 Nhat Ban 2004 AB190961
16 F13 Nhat Ban 2004 AB190958
17 F18 Nhat Ban 2004 AB190962
18 10-358 Nhat Ban 2016 LC185417
19 10-453 Nhat Ban 2016 LC185421
20 09-294 Nhat Ban 2016 LC185414
21 10-416 Nhat Ban 2016 LC185418
22 10-447 Nhat Ban 2016 LC185420
23 F15 Nhat Ban 2004 AB190959
24 OK210 Nhat Ban 2004 AB190988
25 OK19%4 Nhat Ban 2004 AB190985
26 ch2 Italia 1999 AF191639
27 14-200 Nhat Ban 2016 LC185425
28 OK101 Nhat Ban 2004 AB190967
29 MZ12 An Do 2009 GQ331979
30 10-456 Nhat Ban 2016 LC185422
31 13-330 Nhat Ban 2016 LC185424
32 97-474 Nhat Ban 2016 LC185426
33 Hpl Viét Nam 2020 Nghién ctru nay
34 F80 Nhat Ban 2004 AB190965
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STT Tén chiing Nwéi; I[))h:?m 'l;llll(;lngl?; S6 Ngil::ehéng
35 F92 Nhat Ban 2004 AB190966
36 DL1 An Do 2009 GQ331980
37 Kolaka82 Indonesia 2016 LC420379)
38 PG225 An Do 2009 GQ331975
39 PG218 An Do 2009 GQ331974
40 PG227 An Do 2009 GQ331976
41 Kolaka96 Indonesia 2016 LC420369
42 MZ4 An Do 2009 GQ331978
43 L1 An Do 2009 GQ331984
44 L8 An Do 2009 GQ331983
45 Hp5 Viét Nam 2020 Nghién ctru nay
46 Meraukel2 Indonesia 2016 LC420373
47 Merauke8 Indonesia 2016 L.C420380
48 Merauke27 Indonesia 2016 LC420375
49 Merauke3 Indonesia 2016 LC420376
50 Merauke5 Indonesia 2016 LC420377
51 Merauke7 Indonesia 2016 LC420378
52 Hp2 Viét Nam 2020 Nghién ctru nay
53 Kolaka79 Indonesia 2016 LC420367
54 Kolaka94 Indonesia 2016 LC420368
55 Kolaka98 Indonesia 2016 LC420370
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Bang 2: Cdc cip moi str dung trong nghién ciru.

Gene dich | Tén moi Trinh ty moi (5°-3°) Kich thwéc

VacAF | AACCGTGATCATTCCRGCC

VacA 0,8 kb
VacAR | AAATACGCTCCCACRTATTGC
CagAF | GTTGATAACGCTGTCGCTTC

CagA 0,4 kb
CagAR | GGGTTGTATGATATTTTCCATAA

KET QUA VA BAN LUAN mot s6 nudc ¢ chiu A nhu Trung

1. Két qua xac dinh sy cé mit cia
gene VacA va CagA

Trong 60 mau H. pylori kiém tra,
60/60 mau (100%) c6 chitra gene VacA
(dwong tinh véi cip moi VacAF-
VacAR); 49/60 mau (81,6%) c6 chura
gene CagA duong tinh véi cip moi
chan dodn CagAF-CagAR), bao gdbm 6/6
mAau loan san té bao va 7/7 miu ung
thu da day va 36/47 mau viém da day.

Ty 1¢ H.pylori duong tinh véi CagA
trong nghi€n ctru cua chang t6i1 la
81,6%, phu hgp v6i cic nghién ciu
truéc diy cua Tran Thi Binh va CS
(2017) [4]; tuy nhién, cao hon so v&i
két qua nghién ctu trén ddi twong 1a
tré em [11]. So sdnh v&i mot s6 két qua
nghién ciru cua céc tic gia trén thé
giol, ty 1€ H.pylori duong tinh véi
CagA & Viét Nam tuong duong voi
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Quéc, Thai Lan va Indonesia, nhung
cao hon han so véi cdc nuée ¢ chau Au
[4]. Dic biét 100% BN loan san té bao
va ung thu da day trong nghién ctu
nay déu duong tinh véi dong thoi hai
gene CagA va VacA [10].

2. Két qua giai trinh tw va phan
tich gene VacA

DPé danh gid vé dic diém phan tir
cua cdc chung H.pylori dang luu hanh
tai Viét Nam, ching t6i da lya chon 08
mau dé tién hanh giai trinh tw va phan
tich dic diém ving gene VacA chira
tiéu don vi p33, gom 02 mau bénh pham
viem loét da day (Hp2, Hp5), 03 mau
loan san té bao (Hpl, Hp23, Hp24) va
03 mau ung thu biéu md da day (Hp192,
Hp292, Hp299). San phim PCR c6
kich thudc khoang 0,8 kb va dugc tinh
sach trude khi giai trinh tw (Hinh 1).
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0,8 kb

Hinh 1: San pham PCR d tinh sach chay bang cip moi vacA-F va vacA-R.

Giéng M: Thang DNA chuan (DNA
cta thuc khuan thé A dugc cit béng
enzyme Hindlll); giéng 1,2, 3,4,5,6,
7 va 8 lan luot 13 san pham PCR (d3
tinh sach) nhan viing gene VagA dau
5’ clia cdc mau bénh pham Hp2, Hps,
Hpl, Hp23, Hp24, Hpl92, Hp292,
Hp299. Giéng (-): San pham PCR nhan
gene VacA nhung khudén DNA thay
bang nudc tinh khiét.

San pham PCR duoc giai trinh tu
tryc tiép bang phuong phip Sanger
(the First Base, Singapore). Trinh tu

nucleotide thu nhan dugc xu ly
va phan tich bang chuong trinh
Genedoc 2.7.

* So sdnh ty 1é dong nhat vé nucleotide
va amoino acid ving gene VacA:

Gitra 08 chung H. pylori cua Viét
Nam c6 ty 186 dong nhat tr 89,8 -
97,0% vé nucleotide va tir 87,0 -
98,6% vé amino acid. So sdnh véi céc
chung cta thé gidi, cdc ching cua Viét
Nam c6 ty 1& déng nhit vé nucleotide
va amino acid tu 89,7 - 96,8% va
89,0 - 96,2% (Bdng 1).
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Bang 1: Két qua so sdnh ty 1¢ dong nhat vé nucleotide va amino acid ctia cic
chung H. pylori cia Viét Nam va thé gi6i.

Nhém 1 Nhém 2 Nhém 3 Nhém 4

STT 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18

1 97.0 962 965 959 957 957 96.0 951 96.7 937 938 951 956 951 949 89.8 922
2 971 96.7 97.0 96.7 96.7 965 96.8 957 97.1 951 954 956 954 957 956 908 933
3 971 98.6 96.8 957 957 957 963 952 96.7 948 938 952 956 956 954 90.6 925
4 957 986 976 96.0 962 96.7 963 963 97.0 937 941 952 951 944 946 90.8 92.1
5 947 976 962 96.2 96.8 957 963 951 959 940 952 954 944 946 944 90.0 921
6 947 976 97.1 962 98.1 96.3 96.5 952 975 946 952 954 948 954 95.6 90.8 925
7 947 976 962 962 96.6 962 962 949 965 938 938 948 943 940 94.1 903 92.1
8 967 958 981 981 98.6 98.1 98.1 973 98.1 944 933 952 951 956 954 905 927
9 957 986 971 981 976 97.1 97.1 99.0 96.5 93.8 925 946 948 940 938 89.8 917
10 967 975 99.0 98.1 97.6 98.1 97.1 99.0 98.1 94.1 938 956 957 952 954 90.6 924
11 938 96.7 957 957 96.6 952 952 97.1 962 96.2 954 952 927 946 944 90.6 929
12928 957 947 952 97.6 957 943 962 957 952 97.1 95.1 93.0 935 940 89.7 921
13928 957 947 957 957 943 943 962 967 952 97.6 96.7 949 95.1 948 90.8 92.7
14 933 962 962 957 942 947 938 957 957 96.7 933 923 938 92.6 925 89.7 94.1
15 933 962 962 952 952 957 947 9677 957 96.7 952 933 947 925 989 90.8 938
16 933 962 962 952 952 957 947 96.7 957 96.7 952 933 947 925 99.1 91.0 94.0
17 852 88.0 88.0 87.1 87.0 87.6 87.1 885 876 885 89.0 871 876 86.8 90.0 909 93.7

18 89.0 919 919 909 909 914 909 923 914 923 919 900 914 943 938 947 933

* Ghi chu:

1. Hp23-VN; 10. 97-474-JP-2016(LC185426);

2. Hp24-VN; 11. Hpl-VN;

3. Hp192-VN; 12. F80-JP-2004(AB190965;

4. Padang42-1D-2016(LLC420364); 13. DL1-IN-2009(GQ331980);

5. Hp299-VN; 14. Kolaka96-1D-2016(L.C420369);
6. F68-JP-1998(AF049648); 15. Hp5-VN;

7. CHN5147cVacA-IT-1998(AF050320); 16. Merauke12-1D-2016(LC420373);
8. Hp292-VN; 17. Hp2-VN;

9. 14-200-JP-2016(LC185425); 18. Kolaka98-ID-2016(L.C420370).
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3. Phan tich pha hé ngudn goc

DPé phan tich pha hé ngudn gdc,
cdc trinh ty nucleotide gene VacA cua
8 chung nghién ctru dugc so sanh voi
47 chung cia thé gidi ding ky trén
Ngan hang Gene (Hinh 2). Két qua
phan tich pha hé ngudn gdc cho thiy
cac chung H. pylori dugc tap hop
thanh 4 nhém chinh.

Nhém thtr nhat bao gdm phan 16n
cac chung cua Nhat Ban va mot )
chung cua Indonesia. Nhom thtr hai tap
hop phan 16n céc chung ctua An D9, va
cidc chung cua Nhat Ban, Indonesia.
Cac chung con lai cua Indonesia tap
hgp trong nhém thir ba va nhém thir tu.

Téam chung H. pylori cua Viét Nam
trong nghién ctru dugc phan bd & ca 4
nhém. Trong d6 phan 16n céc chung
thudc nhém tht nhat (5/8 chung), mot
chung thugc nhém thtr hai, mot chung
thuoc nhém thir ba va mot chung thudc
nhom thu tu.

Trong nhém thir nhét, chung Hp292
c6 mbi quan hé gan nhat véi ching 14-
200 (s6 GeneBank: LC185425) phan
lap nam 2016 cua Nhat Ban; chung
Hp-299 c¢6 mbi quan hé gan giii nhat
v6i chang F68 (s6 GeneBank:
AF049648) cua Nhat Ban phan lap
nam 1998; ba ching con lai gém
Hp192, Hp23 va Hp24 c¢6 mdi quan hé
gan hon véi ching Padang42 (s

Genebank: 1L.C420364) phan 1ap nam
2016 cua Indonesia.

O nhém tht hai, chung Hpl cia
Viét Nam c¢6 méi quan hé gan giii hon
voi hai chung F80 va F92 phan lap
nam 2004 ciia Nhat Ban (s6 Genebank:
AB190965 va AB190966).

O nhém tht ba, chung Hp5 cia
Viét Nam c¢6 mdi quan hé gan giii voi
cic chung phan ldp nam 2016 cua
Indonesia.

O nhém tht tu, ching Hp2 dung
tich thanh mdt nhanh riéng vdi céc
chung cua Indonesia.

Nhu vay, qua két qua phan tich pha
hé ngudn gbc dd cho thiy cic chung
H.pylori ctia Viét Nam rat da dang vé
dac tinh phan tir, ding tach biét thanh
nhiéu nhém khic nhau va dd c6 nhiéu
bién ddi so véi cdc chung dugc phan
1ap trong giai doan tir ndm 2016 trd vé
trude. Két qua phan tich ciing chi ra sy
da dang di truyén cua cic chung
H.pylori & cic nudc Pong Nam A, dic
biét & Indonesia va Nhat Ban. Piéu nay
cho thdy rét cin c6 su gidm sit thudng
xuyén vé dich t& hoc phan tir cua céc
chung vi khuan H.pylori dé phuc vu tét
hon viéc phong bénh va diéu tri bénh
dat hiéu qua cao.

Cho dén nay, ddy 1a cdc dir liéu
gene VacA dau tién cta vi khuan H.
pylori Viét Nam trén Ngan hang gene
thé gidi. Can tiép tuc c6 thém cic
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nghién ctru bd sung dé 1am sang ré hon
vé dic diém phén tir cia vi khuan H.
pylori tai Viét Nam, dac biét 1a gidi ma
va phan tich thém cac vung quan trong
khic cua gene VacA, so sidnh gilta
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trinh tu gene VacA cua cac chung H.
pylori chi gay viém loét da day vdi céac
chung H. pylori gdy bénh ¢ muc do
nghiém trong hon bao gém loan san va
ung thu da day.

— Nhom 1
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Hinh 2: Méi quan hé pha hé cua cc ching H. pylori Viét Nam va thé gi6i
dua trén trinh ty vung gene VacA.

* Biéu twong hinh qua tram va miii tén dé chi cdc chung cua Viét Nam trong

nghién ciru.
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KET LUAN

Bang phuong phdp PCR di xdc dinh
chinh x4ac su ¢6 mat cua vi khuén H.
pylori ¢6 trong cdc manh sinh thiét da
ctia cdc BN dén kham tai Bénh vién
19-8, Bo Cong an. Trong 60 chung H.
pylori kiém tra dd cho thiy c6 60/60
chung duong tinh vd&i gene VacA
(100%), 49/60 chung duong tinh v&i
gene CagA (81,6%). Két qua giai trinh
ty ving p33 gene VacA cua 8 chung
H.pylori dai dién va phan tich pha h¢
ngudn gbc da bude dau cho thiy cdc
chung H. pylori cia Viét Nam kha da
dang va c6 nhiéu bién d6i vé trinh tu
nucleotide so vdi cdc chung cua khu
vuc da phan lap trudc day. Viéc mo
rong nghién cu véi ¢& mau 16n hon
va giai ma thém cidc vung gene quan
trong khdc ctia vi khuén rat can thiét dé
x4c dinh dugc dich t& hoc phan tir va
mdi lién quan gitta dic diém phén tir
cua cac chung H.pylori v61 nguy co
viém loét da day va ung thu da day tai
Viét Nam.

TAI LIEU THAM KHAO

1. Kimman M, Jan S, Pacella RE,
Kingston D (2012). The burden of
of the
Association of  Southeast Asian
Nations (ASEAN). Asian Pac J Cancer
Prev; 13(2):411-420.

cancer in member countries

2. Amieva MR and El-Omar EM
(2008).
in  Helicobacter pylori infection.
Gastroenterology; 134:306-323.

Host-Bacterial Interactions

3. Kamangar F, Dawsey SM, Blaser
MJ, Perez-Perez GI, Pietien P,
Newschaffer CJ, Abnet CC, Albanes
D, Virtamo J, Taylor PR (2006).
Opposing risks of gastric cardia and
noncardia gastric adenocarcinomas
associated with Helicobacter pylori
seropositivity. Journal of the National

Cancer Institute; 98(20):1445-1452.

4. Tran TB, Vo PT, Ho DQD, Pham
HT, Tran DT, Ngo PMT, Vu VK,
Phan QH, Suzuki R, Tomohisa U,
Tran THT, Yamaoka Y (2017).
Advanced non-cardia gastric cancer
and Helicobacter pylori infection in
Vietnam. Gut Pathogenes; 9:46.

5. Parsonnet J, Friedman GD,
Orentreich N, Vogelman H (1997).
Risk for gastric cancer in people with
CagA positive or CagA negative
Helicobacter infection. Gut;

40(3):297-301.

6. GoSciiziak G, Gasxewska-
Mastalarz A, Przotido-Mordarska A,
Zakriezuska- Czenuiriska J, Iwahxak

pylori

B, Poiiiezuierka
Helicobacter pylori VacA gene and
cytotoxin production. Clin Microbiol
Infect; 5:662-667.

E. Diversity of

103



TAP CHI Y DUQC HQC QUAN SU SO 3 - 2022

7. Ogiwara H, Sugimoto M, Ohno T,
Vilaichone RK, Mahachai V, Graham
DY, Yamaoka Y (2009). Role of
Located the
Intermediate and Middle Regions of

Deletion between
the Helicobacter pylori VacA Gene in
Cases of Gastroduodenal Diseases. J
Clin Microbiol; 47(11):3493-3500.

8. S Kumar, Stecher G, Tamura K
(2016). MEGAT7: Molecular Evolutionary
Genetics Analysis version 7.0. Mol
Biol Evol; 30:2725-2729.

9. Palframan SL, Kwok T, Gabriel
K (2012). Vacuolating cytotoxin A
(VacA), a key toxin for Helicobacter

pylori pathogenesis. Front Cell Infect
Microbiol; 2(92).

104

10. Nguyén Thi Anh (2006). Lién
quan gilta cdc typ cta vi khuan
Helicobacter pylori v4i bénh ly ung
thu da day tai Viét Nam. Y hoc Lam
sang; 4:29-32.

11. Nguyén Thi Ut, Lé Thanh Hai,
Hoang Thi Thu Ha (2015). Hiéu qua
diét Helicobacter pylori cta phéc do 3
thudc theo khang sinh d6 so v&i phéc
dd diéu tri 4 thudc & tré em. Y hoc Du
phong; 8(168).

12. Louw JA, Kidd MS, Kummer
AF, Taylor K, Kotze U, Hanslo D
(2001). The
Helicobacter

relationship  between

pylori infection, the
virulence geneotypes of the infecting
strain and gastric cancer in the African
setting. Helicobacter; 6:268-273.



