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ABSTRACT

The objective of this study was to evaluate genetic diversity of 109 soybean
[Glycine max (L.) Merr.] samples through agronomical evaluation in
spring 2018, protein content and SSR (simple sequence repeats) markers.
The results showed that 109 samples were diverse in morphology, growth
duration, and yield components. Based on SSR markers, grouped 109
soybean samples were grouped into 5 main clusters with genetic similarity
coefficient of 0.66. Protein contents of 22 soybean samples varied from
30.2% - 46.8%, suggesting as materials for protein improvement.
Potential soybean samples for yields (HSB0098, HSB0100, HSB0125,
HSB0128, HSB0130, HSB0132) and for high protein contents (HSB0057,
HSB0100, HSB0139, HSB1048) can be used for soybean. Five SSR
markers Satt239, Satt270, Satt277 Satt281 and Satt520 provided the most
polymorphism.

TOM TAT

Muc tiéu cia nghién ciru nham déanh gia da dang di truyén cua 109 mau
giong dau twong (Glycine max (L.) Merr.) & cdc ddc diém vé hinh thai
(dic diém thiee vt hoc, nong sinh hoc) trén d‘ong rugng trong vu xudn
nam 2018, o ham lugng protein va kiéu gen bang 9 dau chi thi phdn tir
SSR. Két quda cho thdy 109 mau gzong da dang o cdc ddc diém hinh thdi,
thoi gian sinh truong va cdc yeu 16 cdu thanh ndang sudt. Sir dung chi thi
SSR dd phan nhém 109 mau giong ddu twong thanh 5 nhém chinh véi hé
s6 twong dong 0,66. Ham lwong protein cua 22 mau giong phan tich dao
dong tir 30,2% - 46,8%, co thé s dung lam vat liéu cai tlen ham luong
protein. Cdc madu giong cé tiém ndng tot vé ndng sudt (HSB00YS,
HSB0100, HSB0125, HSB0128, HSB0130, HSB0132) va ham Iluong
protein cao (HSB0057, HSB0100, HSB0139, HSB1048) cé thé duwoc sir
dung lam vdt liéu trong chon tgo cdi tién giéng. Nam chi thi SSR: Satt239,
Satt270, Satt277, Satt281 va Satt520 cho mirc do da hinh cao nhat.

Trich dan: Vii Thi Thay Hang, Vii Thé Anh, Vii Thi Van Anh, L& Thi Ngoc Loan, Nguyen Thi Quyén, Trén
Thi Thu Trang va Tran Thi Trudng, 2019. Pa dang di truyén cta cac mau gidng dau tuong dua

tre‘m cac hinh thai, chi thi phan t¢r SSR va ham lugng protein. Tap chi Khoa hoc Truong Pai hoc
Can Tho. 55(6B): 13-22.
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1 PAT VAN BE

bau tuong [Glycine max (L.) Merill] hién nay
dugc xem 1a mot trong nhimg cdy tréng quan trong
trén thé gioi vé gia tri kinh té - nong nghiép va sir
dung da dang trong ca linh vuc néng nghiép va
céng nghiép (Bilyeu et al., 2010). Pau tuong co
ham lugng dinh dudng cao. Hat déu tuong c6 chta
36 - 44% protein, 18 - 20% lipid, cac vitamin B1,
B2, PP, A, E, C, D, K; dau dau twong chu yéu la
cac axit béo khong no nhu axit linoleic, axit
oleic,...can thiét cho con ngudi, 1a nguon thyc
pham quan trong cho ngudi va gia suc.

Dau tuong 1a cdy trong tir boi thé co ty 18 cac
ving lip doan twong ddi 16n phan bd trén cac
nhiém sic thé (Pagel et al., 2004). H¢ gen dau
tuong tuong ddi I6n, chira khoang 1,1 ty cap bazo
(Schmutz et al., 2010; Chan et al., 2012). Banh gia
su da dang di truyén c6 vai tro quan trong cung cap
thong tin cho quan 1y va sir dung hiéu qua nguon
vt liéu khoi dau cho chon tao giéng. Su da dang di
truyén cé thé danh gia dwa vao cac dic diém hinh
thai, cac tinh trang ndng hoc va sir dung cac chi thi
phan trt ADN (Wang, 1947; Semagn et al., 2006;
Nadeem et al., 2018).

Céc chi thi phan tir hién nay duoc sir dung rat
da dang nhu RFLP (restriction fragment length
polymorphism), RAPD  (random  amplified
polymorphic DNA), AFLP (amplified fragment
length polymorphism), SSR (simple sequence
repeat), va NGS (next generation sequencing) (Van
et al., 2005; Amom and Nongdam, 2017) véi cac
wu va nhuge diém khac nhau. Trong d6 chi thi
phan tir SSR v&i cac dic diém nhu dong troi, co do
tin cdy cao va chinh xac, da allen 1a chi thi hitu ich
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aé phan phén tich va danh gia khoang cach di
truyén giira cac ca thé hay quan thé (Morgante et
al., 2002; Kalia et al., 2011). Tinh da hinh cao &
cac locut SSR da duoc su dung thanh cong va hiéu
qua trong phan tich di tmyén phén loai cac gidng
ciy trong, xay dung ban do lién két, phan 1ap (gen),
xdc dinh quan hé di truyén giira cac dong giong cay
trong va chuan doan cap lai cho wu thé lai (Hwang
et al., 2008; Triéu Thi Thinh va ctv., 2010; Vi
Thanh Tra va ctv., 2011; Velusamy et aI., 2013).

Trong nghién ctru nay, cac mau giéng dau
tuong duoc danh gia qua dic diém nong hoc, ham
luong protein va chi thi phan tir SSR dé phan tich
da dang di truyen ciia ngudn vat liéu. Thong qua
d6, cac mau glong dugc phan nhém dya trén
khoang cach di truyén. Nghién ctru nay do d6 cung
cdp ngudn thong tin dé 1am co s& cho qué trinh
chon vat ligu trong chon giéng va cai tién giéng
dau tuong theo muc dich, ciing nhur bd sung thong
tin v& cac chi thi phan tr ¢6 thé sir dung trong
nghién ctru nguon vt lidu dau twong.

2 VAT LIEU VA PHUONG PHAP
NGHIEN CUU

2.1 Vit liéu nghién ciru

Vit ligu goém 109 mau giéng dau tuwong (Bang
1) bao gdm cac mau ‘giong do Trung tdm tai
nguyén thuc vat cung Cap, cac glong dau tuong da
dugc cong nhan va mot s6 mau giong nhap noi.

Sau khi danh gia cac dic diém nong hoc, phan
nhom dua trén chi thi phan t¢ SSR, va can cl
nguén géc la giéng dia phuong, dugc chon tao
trong nudc, va thu thap ngoai nudc, 22 mau gidng
dai dién dwoc chon d& phan tich ham lwong
protein.

Bang 1: Cac miu gidng dau twong sir dung trong danh gia da dang di truyén

STT Kihi¢u Tén gidng STT Ki hiéu

Tén giong STT Ki hiéu Tén gidng

1 HSB0008 K9133dang1 38 HSB0095
2 HSB0010 No-314129 39 HSB0097
3 HSB0011 No-466780 40 HSB0098
4 HSB0013 G72 41 HSB0099
5 HSB0017 DH4 42 HSB0100
6 HSB0019 TL-90-37 43 HSB0101
Déy tuong
7 HSBoo20 AUOCPhONE 44 poRg10)
Quang Hoa
Cao Bing
8 HSBO0030 bautwongdai 45 HSB0103
9 HSB0031 bautwongdai 46 HSB0104
10 HSB0032 bPautuongdai 47 HSB0105
11 HSB0033 bDautuongdai 48 HSB0108
12 HSB0036 BR23 49 HSB0122

DVN6 74 HsBol7e YangMuong

Khuong
HLO0715 75 HSBO181 AKO3
D9602 76 HSB0182 DTSI
TSC-S1 77 HSB0184 DVNI4
DT26 78 HSB0206 UB1

Cuc luc ngan 79 HSB0207-1 UB3-1

NAS-S1 80 HSB0208 UB4
TB S6 81 HSB0209 UBS
DT93 82 HSB0210 UB6
DT2008 83 HSB0211 UBY
G2120 84 HSB0212 UBS
Dautwongdia g5 epnr13  UBg

phuong
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STT Kihiéu Tén gibng STT Ki hiéu Tén gidng STT Ki hiéu Tén gidng
13 HSB0037 Taipa 50 HSBO123  Dau tuong 86 HSBO214 UBILO

14 HSB0038 Dau tuong 51 HSBO124  Dau tuong 87 HSBO215 UBIL1

15 HSB0039 Pau tuong 52 HSB0125 flf‘g”“‘mghat 88 HSB0216 UBI2

16 HSB0040 CLS 2111 53 HSB0126  Dau tuong 89 HSB0217 UBI3

17 HSBO042 Mic toi 54 HSB0128  Dau tuong 90 HSB0218 UBL4

18 HSB0047 Pau tuong 55 HSBO129 K468 91 HSB0225 UB21

19 HSB0050 P2501 56 HSBO130  K1689 92 HSB0228 UB24

20 HSBO051 2601 57 HSBO131  K4391 93 HSB0229 UB25

21 HSB0053 DT84 58 HSBO132  K4392 94 HSB0230 UB26

22 HSBO057 TL7 50 HSBO136 Ba Vi83 95 HSB0232 UBZ28

23 HSB0060 DPT22 60 HSBO137 ThuongTin 96 HSB0234 UB30

24 HSBO061 DT26 61 HSBO138 CucTho Xuan 97 HSB0237 UB33

25 HSB0062 DVNIO0 62 HSBO140 TayNguyén 98 HSB0238 UB34

26 HSBO0067 VX 9-1 63 HSBO141 16094 99 HSB0239 UB35

27 HSBOO71 A9 64 HSBO142-1 Pau tuong 100 HSB0240 UB36

28 HSB0073 Xanh tién dai HSB0142-2 Pau tuong 101 HSB0246 UB42

29 HSB0074 CuBa 65 HSBO144 16157 102 HSB0139

30 HSB0079 ThuongTin 66 HSBO145  Fernside 103 HSB0247 UB43

31 HSB008O 17-35A 67 HSBO146  Hayman 104 HSB0252 OB4

32 HSB0082 DT-99 68 HSBO147 A6785 105 HSB0257  Cuc Chi Linh 2
33 HSB0085 VT3 69 HSBO148 Bunya 106 HSB0259  Yundadou 8
34 HSB0O088 TQ-3hatto 70 HSBO152  Cowrie 107 HSB0260-1 Yundadou 26
35 HSBO091 PI205906 71 HSBO153 PO79A-19 108 HSB0260-2 Yundadou 26
36 HSB0092 VX9-1 72 HSBO154  T170B-3 109 HSB0261  Incasoy 1
37 HSBOO94 o0 PE 73 HSBO156  Cic Linh Chi 1

2.2 Bb tri thi nghiém

Thi nghiém dwoc b tri ¢ khu thi nghiém dong
ruong ctia Khoa Nong hoc — Hoc vién Nong nghiép
Viét Nam trong vu Xuéan 2018, tir thang 2— 6/2018.
Céc mau giéng dugc trong tuan tu khong 13p lai.
Dién tich 6 thi nghiém 2 m? voi mat do trong 35
cay/m?.

2.3 Panh gia cac dic diém hinh thai va
nong hoc

Cac tinh trang hinh thai dugc lya chon va danh
gia dya theo QCVN 01-68:2011/ BNNPTNT. Sé
litu duoc phan tich thong ké bang chwong trinh
Excel. Hé s6 twong dong di truyén Jaccard va
phuong phap UPGMA trong NTSYSpe 2.2 dugc
sir dung dé phan tich, danh gia su da dang di truyén
va phan nhém (cdy di truyén) cac mau glong dau
tuong. Cac tinh trang theo ddi va danh gia gom cac
tinh trang chét lugng, tinh trang lién quan dén thoi
gian sinh truong phat trién va cac tinh trang s6
lugng nhu chiéu cao cdy, s 14, s6 hat/cdy, ning
Suét ca thé...
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2.4 Phén tich protein tong so

Cin ctr vao ngudn gdc va cac dic diém nong
hoc, 22 mau giéng dwoc guri phéan tich protein tai
Vién kiém nghiém an toan vé sinh thyc pham quéc
gia theo phuong phap Kjeldahl (Kirk, 1950)

2.5 Panh gia da dang di truyén dwa trén chi
thi SSR

Tdch chiét ADN

ADN genom duoc tach chiét tir 14 non cua cac
mau gidng dau trong. Mau 14 thu thap tir 3-5 cay
ciia mdi mau gidng. Phuong phéap tach chiét dugc
thuc hién theo mé ta trong Triéu Thi Thinh va Vi
Thi Thiy Hang (2010).

Phdn #ng PCR

Nghién ctru sir dung 11 chi thi SSR dé danh gia
da dang di truyén duoc chon loc tir cac nghién ctu
vé da dang di truyén ¢ dau tuong (Bang 2). Cac
mdi dwoc lya chon dwa trén cac nghién ctru da
dugc cong bd vé& danh gia da dang di truyén & dau
tuong. Cac moi lya chon ciing 1a nhitng mdi cua
cac QTLs lién quan dén ham lugng protein va 11
moi tap trung trén 3 NST 1a NST s6 6, 15 va 20.



Tap chi Khoa hoc Truong Pai hoc Cén Tho

Tdp 55, S6 6B (2019): 13-22

Bang 2: Chi thi SSR dwgc sir dung trong danh gia di truyén cic miu gidng dau twong

STT NST Ténméi  Trinh tw moi Tai liéu tham khao
| ¢ Sai202F GGAATG CAT GAG TAT TAA CCT CTT AT
Satt202 R GGG CTAACG AACATG TAACTTATCAAC o oo ooo,
,  Sa277F GGTGGT GGC GGG TTA CTATTACT g
Satt277 R CCA CGC TTC AGT TGA TTC TTA CA
s g Sai81F AAGCICCACATG CAG TTC AAA AC
Satt281 R TGC ATG GCA CGA GAA AGA AGT A Tajuddin et al, 2003
4, g Saith20F GCGGTG TGC AAG AGT GAC A g
Satt520 R GCG CAT TTG GAC TTT CTA
5 15 Satd84F TGG GGG TCAATT TTAATT TGT GC Tajuddin et al, 2003
Satt384 R ATT TCC CTT TCA CCC ACC TCT GTT T ’
s oo Sall289F GCGCCAAAAAATGAATCACAAT Tajuddin et al, 2003
Satt239 R GCG AAC ACA ATC AAC ATC CTT GAA C "
; ,p Sa270F TGTGATGCCCCT TTTCT _
Satt270_R  GCG CAG TGC ATG GTT TTC TCA Reinprecht et al.,
g oo SatBTLF GGG TAG GGG TGG AAT ATA AG 2006
Satt571 R GCG GGA TCC GCG GAT GGT CAA AG
o oo Sa292F GCGGAATTA GAA CTC CAG TAA AGA
Satt292 R GCG AGG CCA ACA TTG AAA AGT Van et al.. 2017
1o g0 Sal418.F GCGAAAGCA CAT ATG GGT TTG AAT ’
Sat 418 R GCG AGG GCA TAT ATA TGA TGA GGT A
Satt367 F  GCG GAT ATG CCA CTT CTC TCG TGA C -
120 41367 R GCG GAA TAG TTG CCA AAC AAT AAT C Tajuddin etal., 2003

Quy trinh tach chiét va tinh sach ADN duogc
thuc hién theo mo ta ctia Trung tAm Bénh cay nhiét
déi va Triéu Thi Thinh va ctv. (2010). ADN dugc
pha lodng véi nudc cit theo ty Ié 3:4 ding cho
phan ng PCR, véi thé tich phan @ng 15 pl, chira
0.5 ul ADN, 0.3 pl mdi loai moi, 7.5 pl 2x i-
TagTM DNA Polymerase (iNtRon Biotechnology
—Han Qudc) va 6.4 ul nuée. Chu ky nhiét cho phan
ung PCR - SSR dugc lap trinh nhu sau: (1) 94°C
trong 4 phut, (2) 94°C trong 30 gidy, (3) 48°C trong
30 gidy, (4) 72°C trong 30 gidy va 33 chu ky lap tr
(2) &n (4), (5) 72°C trong 5 phut va sau do giir
lanh 4°C.

Pién di va ghi nhan két qua

San pham PCR (5 ul) duoc dién di trén agarose
3% ¢ 250V trong 25 phut ¢ dung dich dém 1 x
Tris-acetate-EDTA (TAE) va st dung thang chuan
ADN 100 bp (Biotools — Pai Loan). Sau d6, gel
duoc nhuém trong EtBr 0,5 g/ml 20 phut va soi
dudi dén UV va chup anh. Cac bang trén gel dugc
xac dinh va quy udc (0) khéng co6 bang va (1) cé
bang.

2.6 Xirly sé ligu

Hé sb tuong ddng di truyén Jaccard va phuong
phap UPGMA trong NTSYS pc2.2 duoc sur dung
phan tich, danh gia su da dang di truyén va phan
nhom.
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Noi dung thong tin da hinh (PIC - Polymorphic
Information Content) caa chi thi SSR duogc tinh
theo cong thurc ciia Anderson et al.,(1993) nhu sau:

PIC(i) = 1-YPij2

Trong d6: Pij 1a tan suat allen thir j véi locut
SSR thur i

3 KET QUA VA THAO LUAN
3.1 Padang vé thai ciia cac miu gidng dau
twong

Céac dac diém hinh thai nhu mau hoa, mau than
mam, hinh dang 14, mau 16ng va mat d6 16ng, mau
Vo qud, mau hat va ron hat... 13 cac tinh trang
truyen thong van dugc sir dung dé phan biét cac
mau glong dau tuong. Trong thi nghiém nay, 109
mau gidng thé hién sy da dang ¢ cac dic diém hinh
thai. Mot s6 mau giéng c6 mat do 1ong thua nhu
HSB0104, HSBO0145,... ¢6 thoi gian né hoa tap
trung & muc trung binh nhu HSB0153, HSB0215...
hay mau sic qua kho c6 mau nau. Cac dac diém vé
hinh dang va mau sic hat c6 su da dang giira cac
mau gidng dau twong nhu hat tron, det. Mau hat da
dang vai cac mau vang, xanh vang, xanh, nau nhat,
nau, nau sam, den, hat bong va khong bong. Mau
rén hat c6 nau nhat, ndu dam, den... (Hinh 1).

Ty 1& (%) s6 dong c6 cac ddc diém hinh thai
nhu sau: (1) Mau sic than mam va mau hoa tuong
mg: tim-tim (63,5%) va xanh-tring (36,5%); (2)
Hinh dang 1a: trang nhon (63,0%), trung tron
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(14,2%), tam giac (14,2%), trang det (8,1%), mii (3,0%), vang xanh (2,9%), den (1,0%); (6) Mau sic
mac (0,5%); (3) Mau sic qua kho: ndu dam rén hat: den (38,2%), ndu dam (18,6%), niu
(35,3%), nau (29,4%), nau nhat (32,4%), vang nhat (6,9%), nau nhat (34,3%), tring (2,0%); (7) Do
(2,9%); (4) Dang hat: tron det (66,7%), tron bong cua hat: bong( 31,3%), béng trung binh
(22,5%), tron dai (6,9%), det (3,9%); (5) Mau sic (55,0%), khong bong (13,7%).

hat: vang (61,8%), vang nhat (31,4%), xanh

‘ lcm ‘n I|||cm

A. Da dang vé hinh dang l4: tir trai sang phai: 14 hinh mac, I4 hinh tring, 12 hinh tam giac

5mm

2RRRAB AR (420233422 229099000

B. Sw da dang vé mau sic hat va ron hat

Hinh 1: Sy da dang & dic diém hinh thai cia 109 miu giong dau twong

3.2 Pa dang di truy®n cia cac miu gidng dugc tong s6 1a 41 allen/11 locut, voi gié tri trung
dau twong dwa vao chi thi phan tir SSR binh 1a 4 allen/l locut va tat ca cac bang dién di

) o déu 1a bang da hinh, ty 1& bang da hinh 1a 100%
. Ket qua phan tich SSR cho thay tat ca 11 chi thi (Hinh 2).
déu cho xuat hién bang ADN (allen). Két qua thu

2018.07.18 11:55

2018.07.18 11857

e e e —— - —
- - e - [ —

il LASL L T T L2 UL TR PR e

Indder
100bp

Hinh 2: Hinh anh di¢n di san phAm PCR ciia miu gidng dau twong véi chi thi SSR Satt202 trén gel
agarose 3%

Chil thich: kich thudc bang khuéch dai: 300 — 400 bp
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S6 luong allen/locut dao dong tir 2 dén 6, véi
trung binh 4 allen/locut; trong dé locut Satt520 cé
s6 allen 16n nhat (Bang 3). Nhu vay, 11 moi sir
dung cho ty 1& s6 bang da hinh cao. S& luong
allen/locut va sd allen trung binh/locut trong
nghién cru nay cling twong duong hoac hon vai
mot s6 nghién ciru khac nhu Triéu Thi Thinh va
ctv., (2010) vai 10 chi thi SSR cho 36 mau giéng
dau twong (1-7 allen/locut, trung binh 3,9
allen/locut), Tantasawat et al., (2011) véi 11 chi thi
SSR trén 25 mau gidng dau twong Thai Lan (3-7
allen/locut, trung binh 4,8 allen/locut), Bisen et al.,
(2015) vai 23 chi thi SSR trén 38 mau gidng dau
tuong An Do (1-4 allen/ locut, trung binh 2
allen/locut), hay Moniruzzaman et al., (2019) véi
10 chi thi SSR cho 5 miu dau tuong (2-5
allen/locut, trung binh 3,3 allen/locut). Cac chi thi
¢6 s allen thip s& cho su da dang, hay PIC thip
hon so véi cac chi thi ¢6 sb allen cao. Phan 16n gia

Tdp 55, S6 6B (2019): 13-22

tri PIC dao dong tur 0,46 - 0,93 véi PIC trung binh
12 0,69. Chi thi cho gia tri PIC cao nhit 1a Satt384
(PIC = 0,93). Gia tri PIC trong nghién ciru nay cao
hon so véi mot s6 cac nghién ciru khac nhu Anchal
et al., (2015) va Moniruzzaman et al., (2019). Cac
chi thi trong nghién ctru nay c6 thong tin da hinh
cao, vi PIC > 0,5. Allard et al., (1984) va Vaiman
et al., (1994) ciing cho thiy cac chi thi voi gia tri
PIC tu 0,5 tro 1én cho thong tin da hinh cao cho cac
nghién ctu di truyén.

S6 lugng mau dau twong cé it nhat 1 allen xuat
hién khi dung chi thi SSR bién dong tir 24 — 78
mau. Nhiéu mau dau tuong mang it nhat 1 allen
cta chi thi Satt571 (78 mau), trong khi c6 24 — 31
miu mang it nhit 1 allen cua chi thi Satt384,
Satt520 va Satt239. Cac chi thi SSR trén NST 20
nhin chung tuong d6i phd bién cho cac mau gidng
dau tuong danh gia trong thi nghiém, trong khi d6
chi thi SSR trén NST 15 it phd bién hon.

Bang 3: S6 bing va gia tri PIC cta 11 chi thi SRR dung trong danh gia da dang di truyén & 109 miu

gidng dau twong

Tong s6 bing/

S6 miu dau twong cé it nhat 1

NST Chi thi SSR PIC
: allen allen
Satt202 3 0,46 48
6 Satt277 4 0,74 53
Satt281 5 0,78 51
Satt520 6 0,80 26
15  Satt384 3 0,93 24
Satt239 5 0,72 31
Satt270 4 0,72 50
20 Satt367 3 0,84 36
Satt571 3 0,56 78
Satt292 2 0,50 56
Sat_418 3 0,56 55
Tong 41
Trung binh 4 0,69

O hé sb tuong ddng 0,66, 109 mau tét duoc
chon phéan thanh 5 nhom (Hinh 3): nhéom I ¢6 35
mau gidng, nhom II c¢6 44 miu gidng va III ¢ 16
mau gidng, nhém IV ¢d 9 mau gidng va nhom V ¢o

18

5 mau giong dau twong, Nhom 1, 11, 111, mdi nhém
goém c6 2 nhém phu. Trong d6, nhém II ¢6 nhicu
s6 mau nhat.
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0.60

0.88

098

Hinh 3: So' d6 da dang di truyén cia 109 miu giéng dau twong dwge phan nhém dya trén 11 chi thi

Phén tich da dang di truyén va phan nhom cac
mau dau twong (Hinh 3) gitp cho viéc lya chon
ngudn vat ligu trong chon tao giéng dau twong
duoc chinh xac hon théng qua lya chon cac mau
dai dién ma khong bi trung ldp. Bac biét, viéc phan
nhom gitp Iya chon vat liéu b me trong lai tao voi
c4c mau giéng tir cac nhom khac nhau nhdm lam
tang bién di di truyén cho chon loc. Vi du dé tao
bién di tai t6 hop tir lai, cic mau gidéng trong cing
nhom II khéng nén lya chon lam bd me vi ¢ dac
diém twong dong nhau khoang > 75% (Hinh 3).
Tuong ty, nhiéu bién di tai t6 hop s& co thé xuat
hién hon khi lai giita cac mau giong dau tuong &
nhom I hoac Il véi V, hon 1a gitta nhom I va II.

3.3 Panh gia cac dic diém chung caa 109
mau gidng diu twong

109 mau glong da dang Ve cac ddc diém
sinh trudng phat trién Cua_ cac yeu t6 céu thanh
ning suét (Bang 4). Cac mau giéng danh gia duoc
phan nhém dya trén thoi gian sinh truong, tong sb

SSR
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qua/cdy, ty 1€ qua 3 hat kh01 lugng 100 hat va
ning suat ca thé. Cac mau gidng dau tuong ra hoa
trong thoi gian tir 29 - 47 ngay véi tong thoi gian
sinh trudng kéo dai tir 76 -114 ngay. Do do, dua
vao thoi gian sinh truong, 109 mau gidng phan loai
vao nhom cé thoi gian sinh truéong ngan (< 85
ngay), thoi gian sinh truong trung binh (85 — 100
ngiy) va sinh truong dai (> 100 ngay). Chiéu cao
cay gilra cac dong & vu xuan dao dong tr 11,6 —
57,8 cm, trong d6 mot s6 gidng ¢ chidu cao > 50
cm nhu HSB0010, HSB0067, ... Trong 109 mau
gidng dau twong nghién ctu, s6 qua Chéc/cay trung
bll’lh dao dong trr 14 - 64 qua/cay. Mot so mau
gidng dau tuong cho sb qua cao nhu HSB0100,
HSBO0137, HSB0148,.. Kh01 luong 100 hat dao
dong tr 7,6 — 37,5 g. Ch1 s6 HI cia cac mau gidng
dau tuong bién dong tir 0,27 - 0,76. Két qua nghién
ciu cho thay mot s6 mau gidng HSB0130,
HSBO0132, HSB0148,... 1a nhithg mau gidng cho
ning suét ca thé cao (Bang 4).
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Bang 4: Phan nhém 109 miu gidng diu twong dwa trén cac dic diém sinh truweéng va phat trién

Tinh trang Phan nhém S6 lwong miu gidng dau twong
Thaoi gian sinh truong ngén 11/109 dong, vi dy nhe HSB0008, HSB0031,
(< 85 ngay) HSB0032, HSB0033. ..
Thai gian Thoi gian sinh truéng trung 50/109 dong, vi du nhu HSB0010, HSB0011,
sinh truéng ~ binh (85 - 100 ngay) HSBO0013, HSB0017...
Thoi gian sinh trudng dai 48/109 dong, vi du nhu HSB0050, HSB00SS,
(> 100 ngay) HSB0091, HSB009S. ..
<30 QUi c 37/109 dong, vi du nhu: HSB0257, HSB0259,
quar cay HSB0261,....
Téng s6 o 26/109 dong, vi du nhu: HSB0145, HSB0154,
qua/cay 30 - 40 quas cay HSB156,...
> 40 qua/ ca 46/148 dong, vi du nhu: HSB0212, HSB0213,
quaredy HSB0230,...
< 150 16/109 dong, vi du nhu: HSB0071, HSB0074,
HSBO131, HSBO138...
Ty I¢ qua 15 - 20% 12/109 dong, vi du nhu: HSB0033, HSB0144,
3 hat (%) HSBO0152, HSBO182...
5 200 81/109 dong, vi du nhu: HSB0076, HSBO101,
0 HSBO0124, HSBO130, ...
, 49/109 dong, vi du nhu: HSB000S, HSB0010,
Hatbé<19g HSB0013, HSB0019....
Khéi luong - 12/109 dong, vi du nhu: HSB00S1, HSB00SS,
100 hat (g) '8t trung binh: 19,1 -22¢ HSBO124, HSBO138....
48/109 dong, vi du nhu: HSB0017, HSB0053,
Hatto>22g HSB0061, HSBO079
15 o/c 83/109 dong, vi du nhu: HSB0257, HSB0259,
geay HSB0260, HSB0261....
Néng suét 15 - 20 o/ch 9/109 dong, vi du nhu: HSB0145, HSB0212,
ca thé (g/cay) gleay HSB0239, HSB0240.
2 20 gley 17/109 dong, vi du nhu: HSB0100, HSB0130,

HSB0132, HSB0137, HSB0148....

3.4 Ham lwgng protein cia 22 miu gidng
dau twong

Trong 22 mau giéng dau twong phan tich,
ham luong protein dao dong khoang 30,2% -
46,8%. Mot s6 mau giéng c6 ham lugng protein
cao > 40% nhu HSB0057, HSB0100, HSB0139,
HSBO0148.... S luwong mau gidng c¢6 ham lugng
protein tap trung nhiéu nhét trong khoang tur 35 -

45% (18 mau giéng), mic thap 30 - 35% c6 mot
mau giong, muc ham luong > 40,5% co 14 mau
gidng (Bang 5). Mot sb mau gidng dau tuong dia
phuong c6 ham lugng protein cao nhu dau tuong
Thanh Oai 2 va Tdy Nguyén. Cac miu gidng c6
ham lugng protein cao ciing thudc cac nhom khac
nhau trong so dd da dang di truyén, vi du HSB0057
thude nhom I, HSBO148 thudc nhom II (Hinh 3).
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Cac miu gibng dau tuong c6 ham luwong
protein cao (> 40%) thuong c6 s6 chi thi da hinh va
allen xuit hién/mau cao hon nhu HSBO0057,
HSB0094, HSB0100... Bidu d6 cho thay cac chi thi
SSR sir dung trong nghién ctru ¢ thé lién quan dén
cac allen quy dinh ham lugng protein, ciing gidng
nhu da dugc cong bd trong cic nghién ciu (Bang
2). Tuy nhién, dé co thé xac dinh méi lién hé giira
Sy ¢6 miat cua cac chi thi SSR v4i ham lwong
protein cao hay thap doi hoi s lugng mau I6n nhu
trong nghién ciru vé Genome wide association
mapping (GWAS) hay tao quan thé lai nhu quan
thé tai t6 hop (RILs) hodc cdc dong ding gen
(NILS) tir bd me co sy khac biét vé& ham luong
protein dé phan tich QTLs (Moongkanna et al.,
2011; Zhang et al., 2018). Hon nita, cac cong bd
khac nhau ciing cho thdy céc chi thi SSR lién quan
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dén ham luong protein cao hay thap khac nhau, tuy
thudc vao nguon vat liéu st dung.

Riéng truong hop HSB0207-1, HSB0208 va
HSB0212 ¢6 ham lugng protein thap nhung s6 chi
thi da hinh va tong s6 allen/mau lai cao. Nguyén

Tdp 55, S6 6B (2019): 13-22

nhén ¢6 thé do 3 mau giong HSB0207-1, HSB0208
va HSB0212 co ngudn goc tir My, khac véi cac
mau gidng dau twong khac co ngudn gbc la cac
gidng dia phuong hay cac gidng dugc chon tao
trong nudc.

Bang 5: Sw bién ddng vé ham hrgng protein cia 22 miu gidng dau twong

e Ak Ham lwgng S6 chi thi da Tong sé

STT  Kihigu Teén giong protein (%) hinh allen/miu
1 HSB0010 No0-314129 40,0 5 5
2 HSB0037 Tai pa 38,7 4 4
3 HSB0053 DT84 30,2 3 4
4 HSB0057 TL7 45,4 9 10
5 HSB0060 bT22 37,3 5 5
6 HSB0062 DVNI10 42,2 6 7
7 HSBO0088 TQ-3 hatto 42,4 7 9
8 HSB0094 Cao Bing 8352 42,8 7 10
9 HSB0095 DbVNe6 40,8 7 11
10 HSB0097 HLO0715 41,5 7 10
11 HSBO0100 bT26 46,8 8 11
12 HSB0124 Pau tuong 439 6 12
13  HSBO0137 Thuong Tin 42,7 8 13
14  HSB0139 Thanh Oai 2 45,4 8 14
15  HSB0140 Tay Nguyén 435 8 14
16 HSB0142-1 bau tuong 42,4 8 14
17 HSB0142-2 bau tuong 42,2 7 14
18 HSB0148 Bunya 45,0 7 13
19 HSBO0154 T170B-3 39,8 8 17
20 HSB0207-1 UB3 38,5 10 13
21  HSB0208 UB4 38,4 10 16
22  HSB0212 UB8 38,3 8 14

4 KET LUAN TAI LIEU THAM KHAO

Nghién ctru st dung 11 chi thi phan tr SSR da
phat hién 41 allen & 109 miu gidng dau tuong vdi
hé sé twong ddng 0,66. Trong d6, 5 chi thi SSR
Satt239, Satt270, Satt277, Satt281 va Satt520 co
kha ning phan biét tinh da hinh ciia cac miu gidng
dau tuong nghién ctru 16 rét nhat. Cac gidng dau
twong thi nghiém c6 thoi gian sinh truong trung
binh dao dong tr 76 - 114 ngdy. Ham luong
protein cua 22 mau glong danh gia dao dong tur
30,2% - 46,8%. Cac mau giéng c6 nang suit ca thé
> 20 g/cdy nhu HSB0098, HSB0100, HSB0125,
HSBO0128, HSB0130, HSB0132,... va cic miu c
protein cao nhu HSB0057, HSB0100, HSB0139,
HSB1048 nén dugc sir dung lam vét liéu cho chon
tao giéng dau tuong. Nghién ciru ciing cho thiy co
thé c6 su lién hé gitra 11 chi thi SSR véi su bién
dong ham luong protein cia cac miu dau tuong
trong nghién ctru nay. Tuy nhién, cin c6 mot
nghién ctru véi s6 lwong mau dau tuong 16n hon,
hoic tao quén thé lai c6 sy bién dong vé ham luong
protein dé phan tich va xac dinh méi lién quan, hay
sy ton tai cua QTLs lién quan dén ham luong
protein ¢ trén cac mau glong dau tuong.
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